Construction of E. coli strains with protein expression plasmids. Transformation
and fitted values using the crystallographic structure is also strong, indicating that the was run at 6 mL/min, and PcsB-CC was eluted using a 20 column volume gradient from (Table S1) were spun at 12,000xg for 5 min at 4°C. Supernatants were discarded and pellets were 231 resuspended in 1.5 mL of 20 mM potassium phosphate, pH 7.5, 140 mM NaCl. (20 mM potassium phosphate, pH 7.5, 140 mM NaCl, 0.02% n-Dodecyl β-D-maltoside).
242
The Bio-Rad DC TM protein assay kit I was used to determine total protein concentrations 243 of samples using a standard curve of 0.1 to 3.0 mg/mL of BSA. Absorbance of samples
244
(750 nm) was determined in a 96-well plate reader (Synergy H1 Hybrid Reader,
245
BioTek), and protein concentration was determined. Samples were diluted with 2X
246
Laemlli SDS loading buffer (Bio-Rad) and incubated at 95°C for 10 min. 12.5 µg of total 247 protein was loaded per sample onto a 4-15% precast gradient SDS-PAGE gel (Bio-Rad, 
